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The change of normalized reporter signals is calculated by normalizing the
reporter signals with the fluorescent signals given by the passive reference.

A, RT- PCR; B, ERT-PCR.
1 RT-PCR F1 ERT-PCR ¥ i 28 (&
Figure 1 Amplification curve of RT- PCR and ERT-PCR
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Enhanced-real time YCR: A highly sensitive method for SARS-coronavirus detection

YU Chang-hai' 2?4, LIU Le-ting'*, LIU Shuang'”, FENG Yan-yun'?, WANG Chen-ran', LI Hui-li', WANG Chen’,

HAN Ji-sheng'
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SUMMARY An enhanced real-time polymerase chain reaction ( ERT-PCR) assay to detect the coronavir-
us associated with severe acute respiratory syndrome ( SARS-Cov) has been designed for detection of
SARS-Cov with high sensitivity and easy-to-interpret results, in which a target gene pre-amplification step
preceded TagMan real-time fluorescent PCR. The limit of detection of the ERT-PCR method was 10 ~*
higher than the standard real-time PCR assay and 10~ higher than conventional PCR methods. The in-
creased sensitivity of the assay would have major benefits in screening suspected SARS patients reapidly
and efficiently and may help control the spread of SARS and other infectious diseases during future out-

break.
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